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簡報者備註
簡報註解
是否可以提煉100% CBD?�https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6949116/
https://www.mayoclinicproceedings.org/article/S0025-6196(19)30007-2/fulltext 
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC6223748/
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« Cardiovascular damage

« Hepatocellular damage

* Inhibition of P450 systems
« Hormone changes

« Decreased fertility
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Cannabidiol Adverse Effects and Toxicity
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簡報者備註
簡報註解
3. 作出或提出作出任何行為，以準備販運或目的是販運危險藥物
作出一些行為以準備販運或目的是販運危險藥物也是一種罪行。此罪行與一般販運罪行（特別是經營或處理危險藥物）有些許重疊。例如，個別人士如果儲存危險藥物以供運送，可被控兩個罪行之中的其中一個。
 
一些與此罪行更相關的行為包括：(1)管有常用於稀釋危險藥物（如冰毒）的化學品，而該化學品本身並非危險藥物，及(2)向欲購買藥物的人介紹販毒者。
 
同樣地，即使相關物質本身並非危險藥物，但被告人作出行為以準備販運或目的是販運(i)他認為是危險藥物的物質，或(ii)他表示或顯示為危險藥物的物質，仍可被定罪。
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Percentage of THC and CBD in cannabis samples
seized by the DEA from 1995-2019
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https://www.drugabuse.gov/drug-topics/marijuana/marijuana-potency

Source: Potency Monitoring Program, Quarterly Report #146


簡報者備註
簡報註解
https://www.drugabuse.gov/drug-topics/marijuana/marijuana-potency
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簡報者備註
簡報註解
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC7910487/ 
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簡報者備註
簡報註解
染色體之中含有構成遺傳物質的遺傳訊息- DNA


DNA

W 15 4% 55 B 3% (nucleotides) 4B A
£ 12 % (double helix)




4

mE

>

DN
ZE I (nucleotides) B =& FFr#& Ak

i (deoxyribose sugar)
588 (phosphate group)

v
A\

1L

\
)
4!

== s

fE & (nitrogenous bases) =

—+ 4 (=] :":
ZE BV AL ==

~
—
[~ -
—
—
T
_—
e
e ]
A
T
o

basepair (bp)



簡報者備註
簡報註解
核糖與磷酸分子會相互結合成為長鏈狀
而鹼基則會從這條長鏈中分支出去
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BMDNABER

National Library of Medicine

National Center for Biotechnology Information

Home Recent Results Saved Strategies Help

Basic Local Alignment Search Tool

BLAST+2.15.0 is here!

BLAST finds regions of similarity between biological sequences. The We have included two exciting new features in the latest
program compares nucleotide or protein sequences to sequence BLAST+ release
databases and calculates the statistical significance. Learn more
Tue, 28 Nov 2023 More BLAST news...
Web BLAST

BLAST Genomes

Human Mouse Rat Microbes
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簡報者備註
簡報註解
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC7910487/ 
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PCR (POLYMERASE CHAIN REACTION)

REBR—EFERSTFS(Conserved Sequence)iIDNA
5147 : Cytochrome c oxidase subunit 1 (COX1)
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PCR (POLYMERASE CHAIN REACTION)
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3 Capillary gel electrophoresis
separation of DMA fragments

4 Laser detection of flourochromes
and computational sequence analysis
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Genome Res. 2019 Jan; 29(1): 146-156. PMCID: PMC6314170
doi: 10.1101/gr.242594.118 PMID: 30409771

A physical and genetic map of Cannabis sativa identifies extensive rearrangements at
the THC/CBD acid synthase loci

Kaitlin U. Laverty, Jake M. Stout,> Mitchell J. Sullivan,® Hardik Shah,*>* Navdeep Gill,® Larry Holbrook,®
Gintaras Deikus,3# Robert Sebra,3# Timothy R. Hughes,'7-® Jonathan E. Page,®? and Harm van Bakel' 34

» Author information » Article notes » Copyright and License information PMC Disclaimer




R AR 88

Percentage of THC and CBD in cannabis samples
seized by the DEA from 1995-2019
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簡報者備註
簡報註解
https://www.nature.com/articles/s41438-020-0295-3
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STRP — DNA PROFILING (DNA 15415 #7)
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STR loci used in U.S. Combined DNA Index System (CODIS)
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Genetic identification of Cannabis varieties
~ based on marker STR analysis: Preliminary
studies

Magdalena Marcinska ® 2 &, Maria Wrébel ¢, Andrzej Sekuta °, Marek Kowalczyk ©,

&N

Karolina Sekuta ©, Jakub Czarny ®, Jolanta Powierska-Czarny °, Radostaw Nawotka ©,

Robert Bachlifski ¢, Anna Duszyfiska ¢, Zanetta Makowska , Ewa Kadyjewska ¢,

Agnieszka Choromanska ©

A Ge.F.l. - ISFG European collaborative study on DNA identification of
Cannabis sativa samples using a 13-locus multiplex STR method

M. Di Nunzio™“", V. Agostini“, F. Alessandrini®, C. Barrot-Feixat”, A. Berti', C. Bini®,

M. Bottinelli”, E. Carnevali’, B. Corradini’, M. Fabbri*, P. Fattorini', P. Garofano™, S. Gino",
A. Mameli®, A. Marino”, C. Previderé“, C. Robino’, C. Romano”, P. Tozzo', A. Verzeletti",
L. Buscemi®, D. Gangitano®, C. Di Nunzio"*
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Genetic identification of Cannabis varieties
based on marker STR analysis: Preliminary
studies

Magdalena Marcihska ® 9 =, Maria Wrébel °, Andrzej Sekuta °, Marek Kowalczyk °,

Karolina Sekuta °, Jakub Czarny ®, Jolanta Powierska-Czarny ®, Radostaw Nawotka ©,

Robert Bachlinski ©

, Anna Duszyiiska ¢, Zanetta Makowska ¢, Ewa Kadyjewska ¢,

Agnieszka Choromanska ©

A Ge.Fl. - ISFG European collaborative study on DNA identification of
Cannabis sativa samples using a 13-locus multiplex STR method

M. Di Nunzio™“", V. Agostini, F. Alessandrini®, C. Barrot-Feixat”, A. Berti', C. Bini®,

M. Bottinelli”, E. Carnevali’, B. Corradini’, M. Fabbri®, P. Fattorini', P. Garofano™, S. Gino",
A. Mameli®, A. Marino”, C. Previderé®, C. Robino’, C. Romano*, P. Tozzo', A. Verzeletti",
L. Buscemi®, D. Gangitano®, C. Di Nunzio"*
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簡報者備註
簡報註解
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC7910487/ 
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簡報者備註
簡報註解
5-6個方法
技巧：眼神、表情、語氣、身體語言


IILIJI\
Ef'?'é

DNAY) & 85 &

T —  E2 AN/ BRBARMAD ?
DNA %45 ( DNA Barcoding )

T35 _ . EXWREE—{EnlE / #52R ?
%EZ”‘EU & B4l - &k (STR — Electrophoresis)
72 [El Cladogram



簡報者備註
簡報註解
https://www.ncbi.nlm.nih.gov/pmc/articles/PMC7910487/ 
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